Appendix S1. Statistical power for testing gametic linkage disequilibrium (LD)
The relationship between the power 1-β of testing gametic LD H 0 (d ij =0) and the allele frequencies can be analytically approximated in terms of the z-score statistic, which is equivalent to the numerical examination in terms of chi-square statistic (Hu and Yeh 2014), i.e.
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The power trends to a concave upward curve as the allele frequency changes from 0 to 1 because both Numerical examples show that a large variance increases the uncertainty and hence reduces the testing power, given the sample size (n), a significant level (α), and the gametic LD. The power increases as the sample size increases or as the gametic LD increases. 
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Appendix S2. Statistical power for testing zygotic linkage disequilibrium (LD)
The sampling variance of zygotic LD, ij D , is given by
. Similarly, the relationship between the testing power 1-β and the sample size n (or the genotypic frequency) can be numerically examined by the chi-square statistic or analytically approximated by the z-score (Hu and Yeh 2014), i.e. 
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